Dimensionality reduction for microarray data using local mean based discriminant analysis.
A new method is proposed for finding a low dimensional subspace of high dimensional microarray data. We developed a new criterion for constructing the weight matrix by using local neighborhood information to discover the intrinsic discriminant structure in the data. Also this approach applies regularized least square technique to extract relevant features. We assess the performance of the proposed methodology by applying it to four publicly available tumor datasets. In a low dimensional subspace, the proposed method classified these tumors accurately and reliably. Also, through a comparison study, we verify the reliability of the dimensionality reduction and discrimination results.